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Commercial NGS liquid biopsy test

➢ Guardant 360 (Guardant Health)

➢ FoundationACT (Foundation Medicine)

➢ AVENIO ctDNA Targeted Kit,  ctDNA

Expanded Kit and ctDNA Surveillance Kit 

(Roche Diagnostics)

➢ Oncomine Lung cfDNA Assay (Thermo

Fisher Scientific

➢ NEOliquid (New Oncology)

➢ Reveal ctDNA 28 Kit (ArcherDX)

➢ OptiSeq™ Pan-Cancer Panel (DiaCarta)

➢ PlasmaSELECT™-R 64 (PGDx)

➢ Signatera™ RUO (Natera)

https://www.ncbi.nlm.nih.gov/pubmed/24449238


Provencio M , et al . Oncotarget. 2017 

Aug 7;8(36):60291-60298.

ctDNA to 
monitor 
disease



Piotrowska Z et al. Heterogeneity Underlies the Emergence 
of EGFRT790 Wild-Type Clones Following Treatment of 
T790M-Positive Cancers with a Third-Generation EGFR 
Inhibitor.
Cancer Discov. 2015 Jul;5(7):713-22. 

Chabon JJ. Circulating tumour DNA profiling reveals heterogeneity of EGFR inhibitor resistance mechanisms in lung 
cancer patients. Nat Commun. 2016 Jun 10;7:11815

Different line different patterns….



García-Sáenz JA et al. BMC Cancer 2017;17(1):210



•Mariam Jamal-Hanjani. NEJM 2017





Provencio M , et al . Oncotarget. 2017 Nov 16;9(1):488-494



Vogelstein B et al. Cancer genome landscapes Science. 2013 Mar 29;339(6127):1546-58.

Chalmers ZR et al. Analysis of 100,000 human cancer genomes reveals the landscape of tumor 
mutational burden Genome Med. 2017;9:34..
.







Source of bias. Clonal haematopoiesis 

• CHIP is defined by the presence of somatic mutation in blood or BM but 
without other diagnostic criteria for a haematological malignancy.

• More frequent in aged patients, patients with solid tumours 

• More likely to be detected with deeper sequencing approaches.

• May account for false positive ctDNA sequencing results.
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